Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.071; wR factor = 0.212; data-to-parameter ratio = 21.5.
In the cation of the title salt, C 3 H 6 N 3 + ÁC 4 H 5 O 4 À , the protonated pyrazolium ring is planar (r.m.s. deviation = 0.012 Å ). An intramolecular C-HÁ Á ÁO hydrogen bond occurs in the anion. In the crystal, N-HÁ Á ÁO hydrogen bonds and a weak C-HÁ Á ÁO interaction between the cations and anions form two sets of R 2 2 (8) graph-set ring motifs. Intermolecular O-HÁ Á ÁO hydrogen bonds between these lead to a criss-cross pattern along the b axis. In addition to the classical hydrogen bonds, a weak C-HÁ Á Á(pyrazolium) interaction is observed and contributes to crystal packing. All of these interactions link the molecules into a two-dimensional supramolecular framework parallel to (101).
Related literature
For the broad spectrum of biological properties of pyrazoles, see : Hall et al. (2009) and for their biological and medicinal activities, see : Vinogradov et al. (1994) . For succinic acid derivatives used in chemicals, food and pharmaceuticals, see: Sauer et al. (2008) . For related structures, see: Kavitha et al. (2013) ; Kettmann et al. (2005) ; Koziol et al. (2006) ; Parvez et al. (2001) ; Yamuna et al. (2013) . Table 1 Hydrogen-bond geometry (Å , ).
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Introduction 2. Experimental
Synthesis and crystallization
A mixture of commercially available 3-aminopyrazole (0.5 g, 6.02 mmol) and succinic acid (0.71 g, 6.02 mmol) were dissolved in 5 ml of hot dimethylsulfoxide. The reaction mixture was stirred for 15 mins at 323 K. The resulting solution was allowed to cool slowly at room temperature upon which X-ray quality crystals of the title salt were obtained after few days; M.pt: 368-373 K.
Refinement
The N-bound H2A and H3A atoms were located by a difference map and refined isotropically. All of the remaining H atoms were placed in their calculated positions and then refined using the riding model with atom-H lengths of 0.93Å (CH); 0.97Å (CH 2 ); 0.82Å (OH) or 0.86Å (NH). Isotropic displacement parameters for these atoms were set to 1.2 (CH, CH 2 , NH) or 1.5 (OH) x U eq of the parent atom.
Results and discussion
Pyrazoles comprise an important class of heterocyclic compounds and many pyrazole derivatives are reported to have a broad spectrum of biological properties, such as anti-bacterial and anti-inflammatory activities, anti-cancer (Hall et al., 2009 ). The chemistry of aminopyrazoles has been extensively investigated in the past. The considerable biological and medicinal activities of pyrazoles (Vinogradov et al., 1994) , for which aminopyrazoles are preferred precursors, have stimulated these investigations. Succinic acid derivatives are also mostly being used in chemicals, food and pharmaceuticals (Sauer et al., 2008) . Recently, the crystal structure of 3-aminopyrazolium trifluoroacetate (Yamuna et al., 2013) was reported from our research group. Some other structures of related compounds, viz., (Kavitha et al., 2013) , doxylamine hydrogen succinate (Parvez et al., 2001) , 5-amino-4-methylsulfonyl-1-phenyl-1H-pyrazole (Kettmann et al., 2005) and ethyl 1-acetyl-3-amino-1H-pyrazole-4-carboxylate (Koziol et al., 2006) have also been reported. In continuation of our work on pyrazoles, this paper reports the crystal structure of the title salt, 5-amino-1H-pyrazol-2-ium hydrogen succinate, The title salt, (I), crystallizes with one independent monocation (A) and a monoanion (B) in the asymmetric unit (Fig.   1 ). In the cation the protonated pyrazolium ring is planar. In the crystal, N-H···O hydrogen bonds involving two hydrogen atoms on the amino group (H1AA, H1AB), a N2A-H2A···O3B intermolecular hydrogen bond and a weak C2A-H2AA···O1B intermolecular interaction between cations and anions form two sets of R 2 2 (8) graph set ring motifs (Fig. 2) . Intermolecular O-H···O hydrogen bonds between the anions leads to a criss-cross pattern along the b axis. In 
5-Amino-1H-pyrazol-2-ium 3-carboxypropanoate
Crystal data
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 170.20 (17) N3A-N2A-C1A-C2A −1.9 (2) C2B-C3B-C4B-O4B −10.8 (3) C1A-N2A-N3A-C3A 1.9 (2) N1A-C1A-C2A-C3A −179.8 (2) C1A-C2A-C3A-N3A 0.0 (2)
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
Hydrogen-bond geometry (Å, º) Cg1 is the centroid of the pyrazolium ring. 
